Germany controlling all of these dramatic biochemical and physiological events is the complex between NF-B and its inhibitor IB. In this issue of Cell, two articles report on The dramatic difference between healthy and acutely or the atomic details of this biomedically highly relevant chronically inflamed tissue is due to the new expression protein structure ( 
partial PEST sequence with five residues of the N-terminal Ig-like domain of the p65 RHD, and eleven more The major differences between the two studies ( Figure  2 ) may pertain to these differences in protein length.
residues were found to be ordered in the IB C terminus than observed by Jacobs and Harrison. This additional Out of a total of 87 residues reported in the two studies to be involved in intermolecular interactions, only 32 interaction was not seen in the structure by Jacobs and Harrison because an IB␣ protein with 14 fewer amino are in common. The highest degree of overlap is found where residues of IB contact p50 and vice versa. Huxacid residues at the C terminus was used. 
